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Clustering Microarray Gene Data Based on Genetic Algorithm
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Abstract; The microarray gene dataset is used to mine the specific biological information, and it is extremely
important for the study of gene function and gene regulation mechanisms based on the clustering analysis. In the
article, we propose a clustering analysis combined an improved genetic algorithm(GA),and compared with the K-

means clustering. Simulation experiment shows that the algorithm can improve the clustering accuracy of the

microarray data.
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